BLC - RP-II protease from Bacillus licheniformis, 

AA513 = RP-II protease from Bacillus halmapalus AA513 

AC116 = RP-II protease from Bacillus licheniformis AC116 

B032 = RP-II protease from Bacillus pumilus B032 

CDJ31 = RP-II protease from Bacillus licheniformis CDJ31 

JA96 - RP-II protease from Bacillus pumilus JA96 

MPR = RP-II protease from Bacillus subtilis IS75 



1 SVIGSDDRTRVTNTTAYPYRAIVHIS . . . . SSIGSCTGWMIGPKTVATAG 46 
WIGDDGRRQVQNTSFMPFRALTYIEFGNLTSTWSCSGGVIGTDLWTNA 

47 HCIYDTSSGSFAGTATVSPGRNGTSYPYGSVKSTRYFI PSGWR . SGNTNY 95 
HCV. . . . EGSVL . AGTWPGMNNSQWAYGHYRVTQI I YPDQYRNNGASEF 

96 DYGAIELS E P I GNT VG Y FG Y S YTT S S L VGT T VT I S G Y PGD KT AGT 140 

DYAILRVAPDSDGRHIGNRAGILSFTETGTVNENTFLRTYGYPGDKISET 

141 Q. . . . WQHSG. PIAISETYKLQYAMDTYGGQSGSPVFEQSSSRTNCSGPC 185 
KLISLWGMVGRSDAFLHRDLLFYNMDTYFGQSGSPVLNSVDSMVAVHNAG 

186 SLAVHTNGVYGGS S YNRGTRI TKEVFDNLTNWKNS AQ 22 2 
Y I VGGNRE I NGG PK I RRD FTNL FNQMN 



1 SVIGSDDRTRVTNTTAYPYRAIVHISSSIGSCTGWMIGPKTVATAGHCIY 5 0 
SVIGSDERTRVTDTTAFPYRAIVHISSSIGSCTGWLIGPKTVATAGHCVY 

51 DTSSGSFAGTATVSPGRNGTSYPYGSVKSTRYFIPSGWRSGNTNYDYGAI 100 
DTASRSFAGTATVSPGRNGSAYPYGSVTSTRYFIPSGWQSGNSNYDYAAI 

101 ELSE P I GNTVGYFGYS YTTS SLVGTTVT I SGYPGDKTAGTQWQHSGP I AI 150 
E L S Q P I GNTVG Y FG Y S YT AS S L AGAGVT I S G Y PGD KTTGTQ WQM S GT I AV 

151 SETYKLQYANDTYGGQSGSPVFEQSSSRTNCSGPCSLAVHTNGVYGGSSY 2 00 
SETYKLQYAIDTYGGQSGSPVYEKSSSRTNCSGPCSLAVHTNGVYGGSSY 

201 NRGTRITKEVFDNLTNWKNSAQ 22 2 
NRGTRITKEVFDNFTSWKNSAQ 22 2 



Fig e la 



1 S V I GSDDRTRVTNTTAY P YRA I VH I S S S I G S CTG WM I G P KTVATAGHC I Y 5 0 
WI GDDGRTKVANTRVAP YNS I AYTT FGGS SCTGTL I APNKI LTNGHCVY 

51 DTSSGSFAGTATVSPGRNGTSYPYGSVKSTRYFI PSGW . RSGNTNYDYGA 99 
NTASRSYSAKGSVYPGMNDSTAWGSANMTEFYVPSGYINTGASQYDFAV 

100 IELSEPIGNTVGYFGYSYTTSSLVGTTVTISGYPGDKTAGT . . . . QWQHS 14 5 
I KTDTN I GNT VG YRS I RQVT . NLTGTT I KI SGYPGDKMRSTGKI SQWEMS 

146 GPIAISETYKLQYAMDTYGGQSGSPVFEQSSSRTNC. SGPCSLAVHTNGV 194 
GPVTREDTNLAYYMIDTFSGNSGSAMLDQNQQIVGVHNAGYSNGTINGGP 

195 YGGS S YNRGTRI TKEVFDNLTNWKNS AQ 22 2 
KATAAFVE F I NYAKAQ 



1 SV I GSDDRTRVTNTTAY PYRAIVH I S S S I GSCTGWM I GP KTVATAGHC I Y 5 0 
S V I GSDERTRVTNTTAYP YRAI VH I S S S I GSCTGSL I G P KTVATAGHC I Y 

51 DTSSGSFAGTATVSPGRNGTSYPYGSVKSTRYFI PSGWRSGNTNYDYGAI 100 
DTASGSFAGTATVSPGRNGSTYPYGSVTSTRYFIPSGYRSGNSNYDYGAI 

101 ELSE P IGNTVGYFGYS YTTS SLVGTTVT I SGYPGDKTAGTQWQHSGP I AI 15 0 
E L S Q P I GNTVG Y FG Y S YTT S S L VGS S VT 1 1 G Y PGD KT S GTQWQM S GN I AV 

151 S ETYKLQ YAMDT YGGQSGS PVFEQS S SRTNCSGPCSLAVHTNGVYGGS S Y 2 00 
SETYKLQYAIDTYGGQSGSPVYEASSSRTNCSGPCSLAVHTNGVYGGSSY 

2 01 NRGTRITKEVFDNLTNWKNSAQ 222 
NRGTRITKEVFDNLTNWKNSAQ 



1 SVIGSDDRTRVTNTTAYPYRAIVHISSSIGSCTGWMIGPKTVATAGHCIY 5 0 
W I GDDGRTKVTNTRVAP YNS I AY IT FGGS SCTGTL I APNKI LTNGHCVY 

51 DTSSGSFAGTATVSPGRNGTSYPYGSVKSTRYFI PSGW. RSGNTNYDYGA 99 
NTATRSYSAKGSVYPGMNDSTAVNGSANMTEFYVPSGYINTGASQYDFAV 

100 I E L S E P I GNT VG Y FG Y S YTT S S LVGTT VT I S G Y PGDKTAGT . . . . QWQHS 145 
I KTDTN I GNT VG YRS I RQVT . NLTGTT I KISGYPGDKMRSTGKVSQWEMS 

146 GPIAISETYKLQYAMDTYGGQSGSPVFEQSSSRTNC. SGPCSLAVHTNGV 194 
GPVTREDTNLAYYTIDTFSGNSGSAMLDQNQQIVGVHNAGYSNGTINGGP 

195 YGGS S YNRGTRI TKEVFDNLTNWKNSAQ 2 22 
KATAAFVE F I NYAKAQ 



Fig 0 lb 
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S V I GS DDRTRVTNTT AY P YRAI VH I S SSIGSCTGWMIGPKTVAT 

S I IGTDERTRI SSTTS FPYRATVQLS I KYPNTSSTYGCTGFLVNPNTWT 
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a) 

g) 
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AGHCIYDTSSGSFAGTATVSPGRNGTSYPYGSVKSTRYFIPSGW . RSGNT 
AGHCVYSQDHG . WASTITAAPGRNGSSYPYGTYSGTMFYSVKGWTESKDT 


93 


a) 

g) 
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NYDYGAI ELSEPIGNTVGYFGYSYT . TSSLVGTTVTISGYPGDKTAGTQW 
NYDYGA I KLNGS PGNTVGW YGYRTTNS S S PVGLS S S VTGF PCDKT FGTMW 


142 
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q) 
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QHSGPIAISETYKLQYAMDTYGGQSGSPVFEQSSSRTNCSGPCSLAVHTN 
SDTKPIRSAETYKLTYTTDTYGCQSGSPVYRNYSD . . . . TGQTAIAIHTN 
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a) 

g) 


193 


GV YGG S S YNRGT R I T KE V FDNLTNW KNS AQ 2 22 
. . . GGSSYNLGTRVTNDVFNNIQYWANQ . . 





Fig» 1c 
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ori (E . coli) 
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Fig 2b 



